Figure S2 Related to Figure 2. Heatmap of Vκ Spliced over Igκ Locus.
All spliced Vκs (colored) and unspliced Vκs (white space) shown. Highly used Vκs shown as black arrow. Bed files comparing CTCF peaks and E2A peaks from Rag2 -/-pro-B cells [S3] Individual CTCF sites are numbered as S1-S8. Red and blue lines represent TADs and sub-TADs, respectively as predicted from CTCF sites. RNA probes were custom designed by Affymetrix, targeting the distal (6) (7) (8) (9) (10) (11) (12) (13) (14) (15) (16) (17) V sequences. The target sequence for each V included RSS and 3'UTR to obtain probes that would be specific for germline transcripts. Probe sequences for distal probe cocktail (Type 4: 488 labeled) and proximal probe cocktail (Type 6: 647 labeled) are shown. The target sequences have been combined and probe sequences are shown in green. Probes were hybridized using ViewRNA ISH assay and immunofluorescence was performed (see experimental procedure). RNA probes were custom designed by Affymetrix from the target sequence provided (Vκ 1-117 RSS+3'UTR and Jκ 3.5kb upstream of Jκ1). Multiple short probes spanning the region of interest were obtained. Probe sequences for Vκ1-117 and Jκ are shown. Probes were hybridized using ViewRNA ISH assay in combination with DNA FISH and immunofluorescence (see experimental procedures).
